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Abstract: The combination of inoculation sludge discharge and intermittent aeration was used for MBBR biofilm culturing,
and the effects of different sizes and filling rates on biofilm culturing, microbial community and pollutants removal efficiency were
investigated. The biofilm could form in 15 d with the combined method, which showed the advantages of the two methods. The
attached biofilm had a good tolerance to organic load and pollution fluctuation with a high pollutant removal efficiency. The 16S
rRNA gene MiSeq result indicated that the dominant bacteria in biofilms with different sizes of fillers were Candidatus
Saccharibacteria, accounting for more than 40%. The campus landscape pool water was treated by MBBR with two sizes fillers with
biofilm, respectively. The smaller fillers with a filling rate of 30% had a higher pollutant removal efficiency, and the effluent could
meet the Class IV Water Standard of surface water within an 8 h treatment.
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Table 2 Microbial diversity indexes
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Fig. 5 Rarefaction curves of Alpha diversity
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Fig. 6 Bacterial diversity at phylum level
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